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> YU MR T SEG I, g USR] B 30 I SIS A AT #E [ 4 6 BE 4T i Control Knockout HEK293T Cells (L00020) B #E ] GEP ) % FE 41 ffg
GFP Knockout HEK293T Cells (L00022).
> 382 K A i 5 T CRISPR/Cas9 £ AR 1 H3-3B 2 [l i B 1) 5 % (L05735 pLenti-H3-3B-sgRNA) . 177 £ (L05736 H3-3B
Knockout Lentivirus). HEK293T#4H ffd(L05737 H3-3B Knockout HEK293T Cells). HEK293T & [4: 41 it T RTPA 24 i % (L05738
H3-3B Knockout HEK293T RIPA Lysate). HEK293 T % 41 il i Trizol 2 (L05739 H3-3B Knockout HEK293T Trizol Lysate)
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human H3-3B 3021 BC001124 NM_005324
About the gene
Official Symbol H3F3B
Previous Symbol -
Official Full Name | H3 histone family member 3B
Synonyms H3.3B
Location 17g25.1
Gene Type protein-coding gene
Uniprot ID P84243
Pathway/Library Epigenetic Regulators Related Genes Library
Histones are basic nuclear proteins that are responsible for the nucleosome structure of the chromosomal
fiber in eukaryotes. Two molecules of each of the four core histones (H2A, H2B, H3, and H4) form an
Gene Summary octarr}er, aropnd which a?pproximatftly ?46 bp of DNA is wrapped in repeating unit.s, ca.lled nucleosom@s.
The linker histone, H1, interacts with linker DNA between nucleosomes and functions in the compaction
of chromatin into higher order structures. This gene contains introns and its mRNA is poyadenylated,
unlike most histone genes. The protein encoded is a member of the histone H3 family.
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SRR H
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g AU R FRBNDMEM (high glucose)+10% FBS. 5 7ERE 7RI -F NS & 75 8 2 -5E 8 R I W AR I mT RE M40 T 75 4%,
W 7 K75 5 -8 R (100X) (C0222). [FAIE, In N9 FE 1 pg/mlffiPuromycin (ST551) . A& 441895 75 IVHEK 293 T
IR BAAR(S BiE S %293T (AR B 4H) (C6008):  https://www.beyotime.com/product/C6008.htm .
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a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
HEATPCRY 18, SR J5 HEATTTEIRG VI AT LK o0 M7, EARIE S35 38 25 K11 5 [ 41 G 5 53 7 46 771 51(D0508) BT 7 Endonuclease
I (CRISPRAE 2[RI SR 4 58 i) (D7080); ] LIS H MR M HTAR TR . 35 BT CRISPRE: PR B il 2 A3
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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